DGRC 1603 pMV_LexAop_UAS_QUAS empty.dna (Circular / 10,270 bp)
Unique Cutters Bold

Sequence:
Enzymes: Unique Cutters (44 of 678 total)
Features: 23 total

2 features are not displayed

(P element 3' end) BpulOI (142)
Mlul (251)
FRT71
5X LexAop

Minimal promoter Hsp70)

EcoRI (836)

(8798) Fspl
Minimal promoter Hsp70)

Nhel (1214)
BmtI (1218)

Minimal promoter Hsp70)

Pmel (1702)
PaeR7I - XhoI (1706)
BgIII (1726)

SphI (1748)

BstEII (1762)

KpnI (1784)

Ftz small intron

Hpal (2345)

PsiI (2365)
BamHI (2476)
Spel (2482)
SacII (2519)

attB
PfIFI - Tth111I (2704)

(7183) EcoNI

(7006) PpuMI

(6803) Nsil
Pcil (3354)

KasI (3991)
NarI (3992)
Sfol (3993)
PluTI (3995)

(5517) BspDI - ClaI NcoI (4340)
BtgZI (4553)
Eco53kI (4665)

(5289) Nrul
(4981) BstXI Sacl (4667)

DGRC 1603 pMV_LexAop_UAS_QUAS empty
10,270 bp
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